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1. Bacteria 2. Proteobacteria 3. gamma subdivision 8
G

4. Enterobacteriaceae and related symbionts
5. Enterobacteriaceae 6. Escherichia
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Tandem G:A Pairings

Tandem G:A Coaxial Stacks
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E-like Loops

GNRA Tetraloops

Hairpin with G:A First Mismatch
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