AA.AG@helix.ends: large subunit ribosomal RNA - 5’ half
Comparison of Predicted and Crystal Structures
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Escherichia coli

(J01695)

1. Bacteria 2. Proteobacteria 3. gamma subdivision
4. Enterobacteriaceae and related symbionts

5. Enterobacteriaceae 6. Escherichia

Model Version: November 1999

Motif Diagram Version: May 2001

Full legend appears on the 3’ half diagram.
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