Phylogenetic conservation superimposed onto the
Escherichia coli Small Subunit rRNA secondary structure

UaAc
-u U
g—c
g : ¢ 1/100 |
. (8:0.1%)
700\009A ‘ E' OO:{:GAOC DAC
o o | oc Ceocoo
AAyoC cecoecasChoo® °o"%Gcc, G [NERRY] 1 <—[0-535]
M =111 ol o 11 u:gUGeUCE  oGesce
o—5 o
UG%ongoooooTou.Aogoo.oo CGT o =0 o o G
°o=o -a_ g u A —A
—o0—o0 Gu o=—o A
o—o o—o G-
°Zs lon veo g-
T Y e-¢ 2
° u A e .-
G °—(31:0.1% °eTe -z
22% ( ) AG _ Cc G-uU o=
s—0o
® — o0 a—u G—o o =
—o=o 04 0_0‘8(050:01%) éu—A o,/
(5:0.1%) ~ 2 «—|[0- A g~ G-u
S @aesw A Y 1050, g - G2l [0-2]
— 0—750 G—cC
9”2 N [25-144] vSZ ¢ (23:0.1%)
\ G—or
o
[9-834] — [0-44] :
o, o g0
\/ ° Jo—o  (1:20.6%)
o / °Z e
° N ! o
Ll CUu o
N At neze
P
o Veso [0-161] & c
\(3:11.6%) g“i\ e — o°
a \Coc\\ UL‘JAAU G—cC
A G’ 925
o—o
-A . A ool [3-142]
9 ®o 950—-U « e
c o—o
®—g
GU g—=c o
A=uU 0%+
GOAA - \\O0
G—CAe \ \
| (1:24.3%) 0/ UGi.\ooD
oAo NI c®
. 0 .
1:24.6% CGG chcoag\\ e o
((gvolf'/:)\jjz . N LocoGUe; ':, - A \c°° /n °
0. o—o g W o . u ¢ 3
500,\:_2 \uO\D\\GOO \\O\Gouu oA SCueYY cct\Gc a, G, R
[31-96] — AT o SN N o A U U ° o=y “N1101%)
AT\ o? 0 10 C . A_ia0 A c]
Uo o \UcG T | «—[0-1] 1400 —¢ A A I Ag -l A A
< o°\\ 2 G—cC G cc ol
400000\\09 ° [0-2] 2 C oA (13:0.1%) /"g 7, -4 -2
Ao’ \\ o0\ ° c G C 7 o c o~
Al ol Voo’ ° €= %0 uboctguason ) 0o
TSI | [ ST e sjotu %=
.. ) ) A o -
°~co0ooU ooouo 5 -6, gfogolguo‘oA N c 0%,
ac | u: (1:14.5%) o —oA 3 oo N o G
[0-4] ° (1:23.4%) o —o 297 U (1:25.3%) Yo n
£-o/ 5
—9 Ua-go o« o0
© — oA oo <—[0-5]
10:0.1%) © = © °-°
( {G—cA ° Aol
oG A=U A 9 °
A G 350 cC—-G (3:206%) —> ~ % o
oc//"a\GcAG—C g_g |
L, e -
oA Cg N R o—o
A Go a ° oo
G OIOODO Guc oeo o e o0
30 A Sl -1 1o <—[3-130] o—o
g cuc §°6eo CG—ooa, ol e
a ,Glooog . A g eIl
. / o ) o . -
° hree Phyl m
SIS N e, g 02 S o Three Phylogenetic Domains
o ° \ (1:21.3%)
(2217ﬂ/n)\/Aoo a . _ Oo
o—o Reference sequence and structure: Escherichia coli (J01695)
gy )
[0-2] —T o 1.cellular organisms
o—o
o [0-1] —C° - * October 2001
2 Number of sequences: 6326
G N e o =0
°L Ut Goaw) o o o (2704%) [0-50] —>| | <—[0-75] ” . o
c? \\OGO\ (6:0.1%) © O o -1 Positions with a nucleotide in more than 95% of the sequences are
;ac\\\su Naso eI ! shown in one of four categories:
g et Nl (3205% ° “ 150 - %o o
9N RO ACGU - 98+% conserved
°au®s o Lo (23:01%) acgu - 90-98% conserved
(5:0.3%) — _ g{ 150 o - 80-90% conserved
o — o (56:21.3%) |
o —o A®A o -less than 80% conserved
"oooG. ..000000A7
. oIl 1 =2 . .
lell Soocoec.® A Otherwise, the regions are represented by arcs.
uAAU\ Arc labels indicate the upper and lower number of nucleotides
[0-446] known to exist within the associated variable region.

Blue tags indicate insertions relative to the reference sequence.
Insertions that appear are:
(1) length 1-4 in more than 10% of sequences
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